Checklists for raw data submission (excel spreadsheets)
Baseline quality check
	Category/test
	Description
	Check

	Baseline quality check

	General requirements
	Data presented in a single worksheet tab for each bioassay
	

	
	Data for all products used in the study are included in the worksheet tab for that bioassay
	

	
	Data for all test systems used in the study, i.e., both susceptible and resistant test systems, are included in the worksheet tab for that bioassay
	

	
	Dataset includes all key variables as described in the relevant data templates
	

	
	Data dictionary is included and presented in a separate worksheet tab within the workbook containing the bioassay dataset
	

	
	Data dictionary includes description of all variables 
	

	
	Data types specified in the data dictionary are appropriate and match the data submitted
	

	
	Data dictionary has value labels (unblinding codes) corresponding to numerical categories/values of categorical/factor variable(s)
	

	Data entry format
	All data entries for each variable/column are in the same format
	

	
	The date variable uses the same date format for all entries 
	

	
	All dates align with the study dates presented in the study report
	

	
	Values, numbers or characters used to represent distinct groups, categories or levels of a categorical/factor variable are used consistently (including spellings for character levels) within each variable.
	

	
	All time variables, such as start and end time of experiments, are in a consistent format using the 24-hour time format, e.g., HH:MM:SS
	

	
	Numeric variables (entomological data) are within feasible ranges, e.g., no negative counts or proportions/percentages are presented
	

	
	The values presented for numeric variables are within the ranges that are presented in the study report (where applicable)
	

	
	Cells containing numeric variable values do not contain special characters/symbols such as %, ⁰C, ±, etc (e.g., use 20 instead of 20% for variables containing percentages)
	

	
	The temperature values are within the range presented in the study report
	

	
	The humidity values are within the range presented in the study report
	

	Missing data
	No blank cells in the dataset
	

	
	Any missing data has a code assigned to the missing data for each variable (if different codes are used) and the description is provided in the data dictionary
	

	
	Explanation(s) for missing data presented in the study report
	

	Cone test (if used in the study)
	The total number of rows/observations in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per cone (total exposed) should be equal to 5 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 is not more than M48 which is also not more than M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	Tunnel test (if used in the study)
	The total number of rows in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per tunnel (total exposed) should be equal to 50 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report.
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 ≤ M48  ≤ M72 for each row/replicate in the data
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	
	The sum of the fed and unfed variables is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘Compartment 1’ and ‘Compartment 2’ variables (dead or alive and fed or unfed) is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	Notes: Groups definition (cone and tunnel tests)
1. Baseline quality checks: Species, product and batch





Regeneration study
	Category/test
	Description
	Check

	Regeneration study

	General requirements
	Data presented in a single worksheet tab for each bioassay
	

	
	Data for all products used in the study are included in the worksheet tab for that bioassay
	

	
	Data for all test systems used in the study, i.e., both susceptible and resistant test systems, are included in the worksheet tab for that bioassay
	

	
	Dataset includes all key variables as described in the relevant data templates
	

	
	Data dictionary is included and presented in a separate worksheet tab within the workbook containing the bioassay dataset
	

	
	Data dictionary includes description of all variables 
	

	
	Data types specified in the data dictionary are appropriate and match the data submitted
	

	
	Data dictionary has value labels (unblinding codes) corresponding to numerical categories/values of categorical/factor variable(s)
	

	Data entry format
	All data entries for each variable/column are in the same format
	

	
	The date variable uses the same date format for all entries 
	

	
	All dates align with the study dates presented in the study report
	

	
	Values, numbers or characters used to represent distinct groups, categories or levels of a categorical/factor variable are used consistently (including spellings for character levels) within each variable.
	

	
	All time variables, such as start and end time of experiments, are in a consistent format using the 24-hour time format, e.g., HH:MM:SS
	

	
	Numeric variables (entomological data) are within feasible ranges, e.g., no negative counts or proportions/percentages are presented
	

	
	The values presented for numeric variables are within the ranges that are presented in the study report (where applicable)
	

	
	Cells containing numeric variable values do not contain special characters/symbols such as %, ⁰C, ±, etc (e.g., use 20 instead of 20% for variables containing percentages)
	

	
	The temperature values are within the range presented in the study report
	

	
	The humidity values are within the range presented in the study report
	

	Missing data
	No blank cells in dataset
	

	
	Any missing data has a code assigned to the missing data for each variable (if different codes are used) and the description is provided in the data dictionary
	

	
	Explanation(s) for missing data presented in the study report
	

	Cone test (if used in the study)
	The total number of rows/observations in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per cone (total exposed) should be equal to 5 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 is not more than M48 which is also not more than M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	Tunnel test (if used in the study)
	The total number of rows in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per tunnel (total exposed) should be equal to 50 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report.
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 ≤ M48  ≤ M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	
	The sum of the fed and unfed variables is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘Compartment 1’ and ‘Compartment 2’ variables (dead or alive and fed or unfed) is equal to the total exposed (or recaptured if applicable).
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	Notes: Groups definition (cone and tunnel tests)
1. Regeneration Study: Species, product, batch and regeneration status (Day 0, 1, 3, 5, 7, 10, 15, 20, 30, 40 or unwashed) 





Wash resistance study
	Category/test
	Description
	Check

	Wash resistance study

	General requirements
	Data presented in a single worksheet tab for each bioassay
	

	
	Data for all products used in the study are included in the worksheet tab for that bioassay
	

	
	Data for all test systems used in the study, i.e., both susceptible and resistant test systems, are included in the worksheet tab for that bioassay
	

	
	Dataset includes all key variables as described in the relevant data templates
	

	
	Data dictionary is included and presented in a separate worksheet tab within the workbook containing the bioassay dataset
	

	
	Data dictionary includes description of all variables 
	

	
	Data types specified in the data dictionary are appropriate and match the data submitted
	

	
	Data dictionary has value labels (unblinding codes) corresponding to numerical categories/values of categorical/factor variable(s)
	

	Data entry format
	All data entries for each variable/column are in the same format
	

	
	The date variable uses the same date format for all entries 
	

	
	All dates align with the study dates presented in the study report
	

	
	Values, numbers or characters used to represent distinct groups, categories or levels of a categorical/factor variable are used consistently (including spellings for character levels) within each variable.
	

	
	All time variables, such as start and end time of experiments, are in a consistent format using the 24-hour time format, e.g., HH:MM:SS
	

	
	Numeric variables (entomological data) are within feasible ranges, e.g., no negative counts or proportions/percentages are presented
	

	
	The values presented for numeric variables are within the ranges that are presented in the study report (where applicable)
	

	
	Cells containing numeric variable values do not contain special characters/symbols such as %, ⁰C, ±, etc (e.g., use 20 instead of 20% for variables containing percentages)
	

	
	The temperature values are within the range presented in the study report
	

	
	The humidity values are within the range presented in the study report
	

	Missing data
	No blank cells in dataset
	

	
	Any missing data has a code assigned to the missing data for each variable (if different codes are used) and the description is provided in the data dictionary
	

	
	Explanation(s) for missing data presented in the study report
	

	Cone test (if used in the study)
	The total number of rows/observations in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per cone (total exposed) should be equal to 5 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 is not more than M48 which is also not more than M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	Tunnel test (if used in the study)
	The total number of rows in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per tunnel (total exposed) should be equal to 50 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report.
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 ≤ M48  ≤ M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	
	The sum of the fed and unfed variables is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive.
	

	
	The sum of all ‘Compartment 1’ and ‘Compartment 2’ variables (dead or alive and fed or unfed) is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	Notes: Groups definition (cone and tunnel tests)
1. Wash resistance: Species, product, batch and wash status (net washed 1, 3, 5, 10, 15, 20, 25 times or unwashed)





Semi-field study – experimental hut
	Category/test
	Description
	Check

	Semi-field study – experimental hut

	General requirements 
	Data presented in a single worksheet tab for each bioassay/semi-field test e.g., one tab for the experimental hut study, one tab for supplementary cone bioassays (if used), one tab for supplementary tunnel tests (if used)
	

	
	Data for all products used in the study are included in the worksheet tab for that bioassay/semi-field test
	

	
	Data for all test systems used in the study, i.e., both susceptible and resistant test systems, are included in the worksheet tab for that bioassay/semi-field test
	

	
	Separate tabs for ‘Before-EHT’ and ‘After EHT’ supplementary bioassays are NOT presented
	

	
	Separate tabs for different rounds of the EHT are NOT presented
	

	
	Dataset includes all key variables as described in the relevant data templates
	

	
	Data dictionary is included and presented in a separate worksheet tab within the workbook containing the bioassay data
	

	
	Data dictionary includes description of all variables 
	

	
	Data types specified in the data dictionary are appropriate and match the data submitted
	

	
	Data dictionary has value labels (unblinding codes) corresponding to numerical categories/values of categorical/factor variable(s)
	

	Data entry format
	All data entries for each variable/column are in the same format
	

	
	The date variable uses the same date format for all entries 
	

	
	All dates align with the study dates presented in the study report
	

	
	Values, numbers or characters used to represent distinct groups, categories or levels of a categorical/factor variable are used consistently (including spellings for character levels) within each variable.
	

	
	All time variables, such as start and end time of experiments, are in a consistent format using the 24-hour time format, e.g., HH:MM:SS
	

	
	Numeric variables (entomological data) are within feasible ranges, e.g., no negative counts or proportions/percentages are presented
	

	
	The values presented for numeric variables are within the ranges that are presented in the study report (where applicable)
	

	
	Cells containing numeric variable values do not contain special characters/symbols such as %, ⁰C, ±, etc (e.g., use 20 instead of 20% for variables containing percentages)
	

	
	The temperature values are within the range presented in the study report 
	

	
	The humidity values are within the range presented in the study report
	

	Missing data
	No blank cells in dataset
	

	
	Any missing data has a code assigned to the missing data for each variable (if different codes are used) and the description is provided in the data dictionary
	

	
	Explanation(s) for missing data presented in the study report
	

	EHT
	The total number of mosquitoes collected that are presented in the raw data spreadsheet matches the number reported in the study report
	

	
	The number of testing days presented in the raw data spreadsheet matches the number reported in the study report
	

	
	The data presented in the raw data spreadsheet matches the reported study design (testing date including the resting days, rounds, week, sleepers, hut, and the rotations)
	

	
	Mortality data at multiple timepoints (where applicable) are entered as cumulative counts. For example, a follow-up over 72 hours should include M24, M48 and M72 recordings
	

	
	Mortality recordings/counts at multiple timepoints should follow internally consistent pattern, i.e., M24 ≤ M48 ≤ M72 for each row/replicate in the data
	

	
	The sum of the fed and unfed (dead or alive) variables is equal to the total collected.
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘net’, ‘room/hut’ and ‘veranda and/or exit traps’ variables (dead or alive and fed or unfed) is equal to the total collected. 
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (net, room/hut or veranda and/or exit traps)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (net, room/hut or veranda and/or exit traps) 
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (net, room/hut or veranda and/or exit traps) 
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (net, room/hut or veranda and/or exit traps)
	

	Supplementary cone test (if used in the study)
	The total number of rows/observations in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per cone (total exposed) should be equal to 5 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 is not more than M48 which is also not more than M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	Supplementary tunnel test (if used in the study)
	The total number of rows in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per tunnel (total exposed) should be equal to 50 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report.
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 ≤ M48  ≤ M72 for each row/replicate in the data
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	
	The sum of the fed and unfed variables is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘Compartment 1’ and ‘Compartment 2’ variables (dead or alive and fed or unfed) is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	Notes: Groups definition (cone and tunnel tests)
1. Supplementary bioassays: Species, testing period (before or after semi-field study), product, wash status (net unwashed or washed 20 times) and batch





Semi-field study – IACT
	Category/test
	Description
	Check

	Semi-field study – IACT

	General requirements 
	Data presented in a single worksheet tab for each bioassay/semi-field test e.g., one tab for the experimental hut study, one tab for supplementary cone bioassays (if used), one tab for supplementary tunnel tests (if used)
	

	
	Data for all products used in the study are included in the worksheet tab for that bioassay/semi-field test
	

	
	Data for all test systems used in the study, i.e., both susceptible and resistant test systems, are included in the worksheet tab for that bioassay/semi-field test
	

	
	Before-IACT and After IACT supplementary bioassays are presented in the same worksheet tab and NOT separate tabs
	

	
	Data for the different rounds of the IACT are presented in the same worksheet tab and NOT separate tabs
	

	
	Dataset includes all key variables as described in the relevant data templates
	

	
	Data dictionary is included and presented in a separate worksheet tab within the workbook containing the bioassay data
	

	
	Data dictionary includes description of all variables 
	

	
	Data types specified in the data dictionary are appropriate and match the data submitted
	

	
	Data dictionary has value labels (unblinding codes) corresponding to numerical categories/values of categorical/factor variable(s)
	

	Data entry format
	All data entries for each variable/column are in the same format
	

	
	The date variable uses the same date format for all entries 
	

	
	All dates align with the study dates presented in the study report
	

	
	Values, numbers or characters used to represent distinct groups, categories or levels of a categorical/factor variable are used consistently (including spellings for character levels) within each variable. 
	

	
	All time variables, such as start and end time of experiments, are in a consistent format using the 24-hour time format, e.g., HH:MM:SS
	

	
	Numeric variables (entomological data) are within feasible ranges, e.g., no negative counts or proportions/percentages are presented
	

	
	The values presented for numeric variables are within the ranges that are presented in the study report (where applicable)
	

	
	Cells containing numeric variable values do not contain special characters/symbols such as %, ⁰C, ±, etc (e.g., use 20 instead of 20% for variables containing percentages)
	

	
	The temperature values are within the range presented in the study report 
	

	
	The humidity values are within the range presented in the study report
	

	Missing data
	No blank cells in dataset
	

	
	Any missing data has a code assigned to the missing data for each variable (if different codes are used) and the description is provided in the data dictionary
	

	
	Explanation(s) for missing data presented in the study report
	

	IACT
	The total number of mosquitoes released per replicate/chamber matches the reported/sample size. Any deviations are justified in the study report.
	

	
	The number of mosquitoes released/recaptured per group matches what is reported
	

	
	The number of testing days presented in the raw data spreadsheet matches the number reported in the study report
	

	
	The data presented in the raw data spreadsheet matches the reported study design (testing date including the resting days, rounds, week, sleepers, chambers, and the rotations)
	

	
	Mortality data at multiple timepoints (where applicable) are entered as cumulative counts. For example, a follow-up over 72 hours presents M24, M48 and M72 recordings
	

	
	Mortality recordings/counts at multiple timepoints should follow internally consistent pattern, i.e., M24 ≤ M48 ≤ M72 for each row/replicate in the data
	

	
	The sum of the fed and unfed (dead or alive) variables is equal to the total released/recaptured
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘net’ and ‘room/chamber’ variables (dead or alive and fed or unfed) is equal to the total released/recaptured 
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (net or room/chamber)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (net or room/chamber) 
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (net or room/chamber) 
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (net or room/chamber)
	

	Supplementary cone test (if used in the study)
	The total number of rows/observations in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per cone (total exposed) should be equal to 5 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 is not more than M48 which is also not more than M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	Supplementary tunnel test (if used in the study)
	The total number of rows in the dataset matches the total number of replicates tested in the study/reported
	

	
	The number of mosquitoes per tunnel (total exposed) should be equal to 50 and match the total number of mosquitoes recaptured. Any deviations are justified in the study report.
	

	
	The number of replicates tested per group matches what is reported
	

	
	The number of mosquitoes tested per group matches what is reported
	

	
	Mortality data at multiple timepoints (where applicable) is entered as cumulative counts for each replicate. For example, a follow-up over 72 hours includes M24, M48 and M72 recordings.
	

	
	Mortality recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., M24 ≤ M48  ≤ M72 for each row/replicate in the dataset
	

	
	Alive mosquito recordings/counts at multiple timepoints follow an internally consistent pattern, i.e., alive24 ≥ alive48 ≥ alive72 for each row/replicate in the dataset
	

	
	The sum of dead insects (e.g., MX in the data template) and alive (e.g., aliveX in the data template) variables at each timepoint should be equal to the total exposed (or recaptured if applicable)
	

	
	The sum of the fed and unfed variables is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of fed mosquitoes is equal to the sum of fed mosquitoes that were dead or alive
	

	
	The total number of unfed mosquitoes is equal to the sum of unfed mosquitoes that were dead or alive
	

	
	The sum of all ‘Compartment 1’ and ‘Compartment 2’ variables (dead or alive and fed or unfed) is equal to the total exposed (or recaptured if applicable)
	

	
	The total number of mosquitoes that were dead and fed is equal to the sum of the fed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were dead and did not blood feed is equal to the sum of the unfed and dead mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and fed is equal to the sum of the fed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	
	The total number of mosquitoes that were alive and did not blood feed is equal to the sum of the unfed and alive mosquitoes’ variables (Compartment 1 or 2)
	

	Notes: Groups definition (cone and tunnel tests)
1. Supplementary bioassays: Species, testing period (before or after semi-field study), product, wash status (net unwashed or washed 20 times) and batch



